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The Universal ProbeLibrary system is a new PCR concept for quantification experiments that
features the flexibility of SYBR Green I assays and the specificity of probe-based detection 
formates. One organism set contains 90 prevalidated probes that enable the quantification of 
the complete transcriptome with customized real-time RT-PCR assays.

Comparison of Universal ProbeLibrary vs Hydrolysis Probe assays on a competitor PCR 
instrument

Universal ProbeLibrary vs prevalidated
assay on the LightCycler® 480 Instrument

Hydrolysis Probe assays with competitor master

Target: Beta-Globin & Apolipoprotein-E; Template: Commercially available qPCR Human Reference cDNA (50ng/µl); 100-fold dilution series (in triplicate): 5ng, 50pg, 500fg, and 5fg equiv. total RNA/50µl rxn, 
negative control (NTC); PCR cycler: Competitor PCR instrument; PCR reagents: FastStart TaqMan® Probe Master (for Universal ProbeLibrary assays) and competitor master (for Hydrolysis Probe assays)
Data are generated at Roche Applied Science, Penzberg, Germany

Universal ProbeLibrary Probe assays with Roche master

Comparison of different detection formates due 
to linearity on the LightCycler® 1.2 Instrument
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Universal ProbeLibrary SYBR Green I HybProbe assays

Targets: 3 assays (IL-8, IL1ß, IFN-gamma); Template: Human cDNA pool; Dilution series (in duplicate): 
undiluted, 1:100, 1:1.000, 1:10.000; PCR cycler: LightCycler® 1.2 Instrument; PCR reagents: LightCycler® 
TaqMan® Master (for Universal ProbeLibrary), LightCycler® Fast Start DNA MasterPlus HybProbe (for 
Hybridization Probes), and LightCycler® Fast Start DNA MasterPlus SYBR Green I (for SYBR Green I)
Data provided by Dr. Thomas Giese (Institute of Immunology, University of Heidelberg, Germany)
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Universal ProbeLibrary workflow:
From assay design to results in 2 days

Universal ProbeLibrary combines 
flexibility and specificity

Gene: Beta-Globin (Acc. No. AF007546)
Forw. Primer: ACCCAGAGGTTCTTTGAGTCCTTT
Rev. Primer: TGCCATGAGCCTTCACCTTAG
Hydrolysis Probe: ATCTGTCCACTCCTGATGCTGTTATGGGC
Labels: FAM/TAMRA
Amplicon Length: 82 bp
PCR reagent: Master from competitor

Gene: Beta-Globin (Acc. No. AF007546)
Forw. Primer: GCACGTGGATCCTGAGAACT
Rev. Primer: ATGGGCCAGCACACAGAC
Universal ProbeLibrary Probe #61
Labels: FAM/Dark Quencher
Amplicon Length: 61 bp
PCR reagent: FastStart TaqMan® Probe 
Master from Roche Applied Science

Gene: Apolipoprotein-E (Acc. No. AF261279)
Forw. Primer: CAGGCAGGAAGATGAAGGTT
Rev. Primer: CTGTCTCCACCGCTTGCT
Universal ProbeLibrary Probe #72
Labels: FAM/Dark Quencher
Amplicon Length: 90 bp
PCR reagent: FastStart TaqMan® Probe 
Master from Roche Applied Science

Universal ProbeLibrary
assay with Roche master

Competitor prevalidated
assay with Roche master

Target: GAPDH; Template: Commercially available qPCR Human Reference cDNA (50ng/µl); 
10-fold dilution series (in triplicate): 25ng, 2,5ng, 250pg, and 25pg equiv. total RNA/20µl rxn, 
negative control (NTC); PCR cycler: LightCycler® 480 Instrument; PCR reagent: LightCycler® 
480 Probes Master (for Universal ProbeLibrary assay and for prevalidated assay)
Data are generated at Roche Applied Science, Penzberg, Germany

Forget the cumbersome assay 
design process from the past

Get your customized real-time 
qPCR assay within seconds 
by doing just 3 mouse clicks:

1) Enter your gene of interest

2) Identify the specific 
primers and probe for your 
custom assay

3) Use the “transcript detailed 
view” to locate your assay 
with primers and probe 
sequence, intron size, etc

1) 

2) 

3) 

Universal ProbeLibrary
has very high 
coverage rates for the
transcriptomes of the
following organisms:

Human 99%
Mouse 99%
Rat 98%
Drosophila 99%
Arabidopsis 98%
C. elegans 95%
Primates 96%
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Mean Cp conc 1: 23,42

Mean Cp conc 2: 26,74

Mean Cp conc 3: 30,13

Mean Cp conc 4: 33,53

PCR efficiency: 1,975

Mean Cp conc 1: 21,67

Mean Cp conc 2: 25,01

Mean Cp conc 3: 28,32

Mean Cp conc 4: 31,68

PCR efficiency: 1,996

Gene: Apolipoprotein-E (Acc. No. AF261279)
Forw. Primer: GAGCCGACTGGCCAATCA
Rev. Primer: CACCGCTTGCTCCACCTT
Hydrolysis Probe: AGGCAGGAAGATGAAGGTTCTGTGG
Labels: FAM/TAMRA
Amplicon Length: 101 bp
PCR reagent: Master from competitor


